Kozupeptins, Antimalarial Lipopeptides Produced by a Fungus
Paracamarosporium Species:

Isolation, Structural Elucidation, Total Synthesis, Bioactivity, Development of a
New Synthetic Method, and Structure-Activity Relationship
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Table 1. i~ 7 U 7IEMHEFEHHORE R (in vitro)

ICso (UM)
antimalarial activity cytotoxicity

compound K1 strain@ FCR3 strainlb! MRC-5
la (natural) 0.15 0.29 >23
1b (natural) 1.03 1.46 >35
la (synthetic) 0.30 0.55 >23

13 (aldehyde) 0.0083 0.013 >32
12 (Weinreb amide) 125 >15.2 >30
11 (carboxylic acid) >16.0 N/A >32
chloroquinel 0.17 0.038 58lel
artemisinin 0.019 0.023 160l

[a] Chloroquine-resistant strain. [b] Chloroquine-sensitive strain. [c] Purified by silica
gel column chromatography for the evaluation. [d] Drugs commonly used to treat
malaria. [e] J. Antibiot. 2011, 64, 183.
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