(= FRRTFER AR

am 3 & H
[Cancer-specific DNA methylation of Cysteine dioxygenase type 1 (CDOI) gene
as an important prognostic marker of gastric cancer (FIE FHR~Y—H—&LLTD
CDOI3&1T DNA A F)UELDET)

s EN

(X
\% y
R
i
i85




Cancer-specific DNA methylation of Cysteine dioxygenase type I (CDOI) gene as an
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